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WE: 5o, ERFETRERESSHE (IECC) HALAXNEIM
BRfE (ECAs) #ITTEMS X, BES I HPVHEXE
(HPVA) #1 HPV I&XE (HPVI) ®¥, FHMRIXET—H
IhI7PASIERR R EFIRIEIECC MR R, HEAZKNE
(NGS) & HPVA F1HPVI EFMBREEINREES, AR
FIIREE IECC fRE#HITEM D XK. WERKFEESR, WEAH
A5#17 33 MEEBVELR NGS 1. BB iFE HPV RS, Ia
KFESHMBEERESEFZERIEXE. 100 flEFIHE
¥E 85 {5l HPVA (63 fIHPVA- Ei@3Y, 4 FIHERER, 34l
HRE-PE, 15 fIESRE-IEISTREY) #0156 HPVI 9 BB
B, 4 EERE, 1GERMAME, 1 FIFERN%E) o HPVA
ECAs I F IR BKE (P=0.001) , PPyEMEFARN
(P=0.011) , I&FAMRBIE (P= 0.027) , Silva C B
4 (P=0.002) , FIGO 53HBBYE (P=0.020) . HPVAECAs
WHIBVERFERTF HPVI [B4FH (P=0.0026) . HHEHS
HEEE (P=0.0092) ME#HELERFLE (P=0.0041) ]o &
i€ HPV RS, SHEREHEXNVERR FIGO S, 1]
SPAMFMMREMERIE (P<0.05) . #iMAIM, HPVIs
TP53 REKPFEFTF HPVAs (P<0.001) ., FHREMHE
IETY IECC &4, ENIET HPVA #1 HPVI ECAs MR ERFNT/GHY
=,
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WEEXE; AILKERSLEXE; 2FHE
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R1. RIEEFFEFAERENSE (ECC) R[S EER

ANILLERS A% N (%) ANALBRS- X N (%)
@R 63 (74) Ba 9 (60)
HERESE 4 (5) TS ER 4 (27)
FHRE-RR 3 (4) ZRAYHR R 1
FHRE- RS R R 15 (18) El=2537 5itl 1
2t 85 2it 15

R2. IEFRRESHS AL LBRES (HPV) RIS T XM

i HPV-tE3% HPV-E 3% Bit P

FARER
Ty (FREE) 45 (10) 57 (14) 47 (11) 0.001*
By (9 E) 44 (38-51) 52 (49-65) 45 (39-53)

AN (cm)
Ty (FREE) 16 (1.2) 2.4 (1.1) 1.7 (1.2) 0.011*
Bl (59 E) 1.5 (0.9-2) 2.5 (1.7-27) 1.5 (0.9-2.5)

IES
R 2 3 5 0.022
BRI 81 12 93

Silvai#zt
A 18 0 18 0.003
B 26 0 26
C 40 12 52

MBS R
14k 43 6 49 0.941
24k 37 6 43
3% 5 1 6

W MR
R 24 7 31 0.263
BA4E 61 8 69

4R
IR 78 10 88 0.020
11/11EA 7 5 12

RGBT
a 22 12 34 <0.001
I 61 3 64

& P EEEFHITFEENX
“EET =M P EITERA Kruskal-Wallis 138
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